a. Western blot showing Drosha and c-Myc expression in HepG2 and HeLa cells that were re-stimulated with serum for the indicated times. GAPDH was used as a loading control. b. 293T and H1299 cells were transfected with increasing amounts of Flag-c-Myc and cell lysates were analyzed by western blot. GAPDH was used as a loading control.. c. A549 cells were treated with c-Myc siRNA or control siRNA, and qRT-PCR analysis were then preformed to determine the c-Myc-induced pri-miRNA expression levels for the indicated miRNAs. U6 snRNA was used for normalization. The data were represented as mean±SD of three independent experiments. * indicate P<0.05. d. The c-Myc-induced expression levels of pri-miRNA of the indicated miRNAs were examined by qRT-PCR analysis in P493-6 cells which were treated with tetracycline (Tet) to inhibit c-Myc or left untreated. U6 snRNA was used for normalization. The data were represented as mean±SD of three independent experiments. * indicate P<0.05. e. P493-6 B cells were treated with tetracycline (Tet) or left untreated, cells were then harvested for real-time PCR to examine the mRNA levels of Drosha and DGCR8. The successful repression of c-Myc by tetracycline was verified by western blot analysis. 18s rRNA was used for normalization. Actin was used for loading control. The data were represented as mean±SD of three independent experiments. * and ** indicate P<0.05 and P<0.01, respectively.
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